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|; 34* * 6,1) =1^1 OJ „ ^ ^ mim _ ] ^ 

g^TCCATCCTCTTAAACTTTTTGTGTCTCACACTAAAGAAATGAGAGATGCAGAATTCTAA 
|.GGCTAAATAGCTAGGAAGTATTCATTCAAACTTGAATATTCTTCAAAGAGAGTGTGGGOO 
||CAACTCTAATCAGAGGAAGAAACTAAAGGAAGTAAAACCAGATOTTTTCCACCAAAGCCC 

. M F S T K A 
JjTCCTTTTGGCTGGTCTGATTTCTACCGCACTGGCAGGGCCATGGGCTAATATATGTGCTG 
Jf LL AGL1ST ALAGPWANICA 
^GCAAGTCTTCCAATGAGATCCGGACGTGTGACCGCCATGGCTGTGGACAGTACTCTGCTC 
PG; -;K S S - N E I R T C D R H G C G Q Y S ■ A 
||AAAGAAGTCAGAGGCCTCACCAGGGTGTGGACATOTTGTGCTCTGCTGGATCYACTGTGT 
j?R R S Q R P H .« G V D I L C S A G S T V 

|;ACGCACCATTCACTGGAATGATTGTGGGCCAGGAGAAACCTTATeAAAACAAGAATGCTA 
|§U A PFTGM IVGQEKPYQNKNA 
||CAATAATGGTGTTCGAATATCTGGAAGAGGTTTTTGTGTCAAAATGTTCTACATTAAGC 
|§V* NGVRISG RGFCVKMFYIK 
pgATTAAGTATAAAGGTCCTATTAAGAAGGGAGAAAAACTTGGAACTCTATTGCCCTTGC 
i^: 1 K y K G ? I K K G E K L G T L L P L 

^HAGAAAGTTTATCCTGGCATACAATCGCATGTGCACATTGAAAACTGTGACTCGAGTGACC 
|f fi - K V Y P G 1 Q S H V H I E N C D S S . D 

^CTACTGCATACCTGTAAATCGAAGGCCAATGGTCAGATCTTCAAAATAAAAAGTCATCTT 

feP;v T A y L * 



60 
120 
180 

240 

300 

360 

420 

480 

540 

600 

660 



i ^^^^^pSi^AAAA 



1? 



^■■2, >Utt*i mim-1 ££of 44 ^*]^ Stf***. 

^ 3. oio^, SOLR/20G06(KCTC 8663P). 

(A) * HM206 *** ws* ^u. (B)4 , HM206 m 

|f V HM206 f ^ S'WSMH ^1^^ ^ mim-l^ o W ^ ^ ^ ^ 

|g. ^ 2i ^ HM2 ° 6 ^* ^^^S-. *H °J^1 Sflo^ ^ i^jo, cDNA ^o)^^ « m 4 

rrv 4; UUt} ^° U " ^ 3it * mim-1 ^ ^Vh'^ 

|. S o U « ^ ofl^^ o H ^ x H 4^ ^o U( 44^^ * <** ^ mim -i ^ ^ 4 

|.,^ o Wi ^ ^ mim _j eHiAj ^ e] ^ ^ 

|,-;^^^ o Jaf , mim _j ^ mRNAf . icJ (Northern blotting) IV ^4* 444! ^o|ef. 
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(A) 



4 li 



CTCCACCTCT TCTCaCTCC TCCATCTACT GTGTACGCAC CATTCACTGG AATGATTGTG 
GCCCACCACA AACCTTATGA AAACAAGAAT GCTATCAATA ATGCTCTTCC AATATCTGGA 
AGAGGTTTTT GTGTCAAAAT GTTCTACATT AAGCCAATTA AGTATAAAGG TCCTATTAAA 
AGGGAGAAAA CTTGGAACTC TATTGCCTTG CAGAAGTTAT CTGCATACAT CGCATGTGCA 
CATGAAACTG TGACCTACTG CATACTGTAA GTCGCATGTC AGATCTCAAT AAGTACTCT 

<B) 

Query= HSt206 

Translating both strands of query sequence in all 6 reading frames 

Smallest 
Poisson 
Reading High Probability 



Sequences producing High- scoring Segment Pairs'- 



Frame Score 



chi. 



myb- induced myeloid protein 1 precursor 
nim-1 protein homo log p33 - chicken 
large protein L - parainfluenza virus type 2 
1 -phosphatidyl inositol -4. 5-bisphosphate phosp. . . 
RNA-directed RNA polymerase (EC 2.7.7.48) - s... 
1 -phosphatidyl inositol -4. 5-bisphosphaie phosp, . . 
naringenin 3-dloxygenase (EC 1.14.11.9) - cal... 
naringenin 3-dioxygenase (EC 1.14.11.9) - Chi... 
hypothetical protein R10E12.2 - Caenorhabdi ti. . . 



SIA33755 
SIS29229 
SI SI 6664 
S:B28821 
SIJQ1532 
S:C28821 
SJS38336 
SIS32147 
SIS41035 

(C) 

>S!S29229 oin-1 protein homo log p33 - chicken 
Length - 209 

identities = 33/61 (54a). Positives = 45/61 (73»>, Frame = ♦! 



Query: I VD^CSAGSTVYAPFTGMIV'GIKK^ 

VDV^O G+TVYAPF*G ♦ G K ♦ N NAI**GV*I G GFCVX* I PI +V 
Sbjct: 110 VTJVICAKjATVYAPFSGELSGP VKFFHNGMA 1 DDG VQ I RGSGFCVKLLC I HP I RYN 

GPIKR 183 
G I ♦ 
GRISK 170 

1 — -4- \ 1 — -— ^ . j- 1 1 -j- 1- 1- 



20G06 
HM108 
HM112 



HM102 



H§| poly A 



HM107 



HM116 



"H| poly A 



HM20G|- 



-0| poly A 



P02E12 




-i|poiyA 



poly A signal 
(AATAAA) 



predicted 
ORF 
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aCCATCCTCrrMACTTmCTCTCTaCACT.UAG.UATCACACATCCACAATTCT.A.A 60 

GGCTAAATAGCTAGGAAGTAnCAnCAMCT^ 120 

a 

caactctmtcagagga.agaiactaaaggaagtaa.a.ao:agatgttttcqcca.aagccc 1 80 

M F S' T K A 

TCtrrTTTGGCTGGTCTGATTTCTACCGCACTGGCAGGGCCATGGGCT 240 
L L L A G L I S T A L A G P IF A N I C A 

GCA.AGTCTTCCA.ATGAGATCCtXJACGTGTGACCGCCATGGaGTrcACAGT 300 
GKSSN E I RTCDRHGCGQYSA 

AAAGAAGTCAGAGGCaCAaAGCKJTGTGGAaTCTrGTGaaGaGGATCTACTGTGT 360 

C R 5 Q R P H Q G V D [ L C S A G 5 T V 

ACGacCAnCAaGGA.^TGAnCTGGGCaGGAG^ACmATCmAC\AG^TGCTA . 420 
Y A P F T G M I V G Q E K P Y Q N K N A 

TCA.ATA.ATGGTGTTCGMTATCTGGAAGACGTITnGTGTCAAAATGTTCTACAtTA,4GC 480 
I N M G V R. I S G R G F C V K M F Y I K 

CAATTAAGTATAAAGGTCCXATTAAGAAGGGAGAAA^ 540 
PIKYKGPIKKGEKLGTLLPL 

AGA.AAGTTTATCCTGGCATACA.ATCGCATGTGCACATTG.A.AA.ACTGTGACTCGAGTGACC 600 
QKVYPGIQSHVHI ENCDSS D 

CTACTGCATACCTOTAAATCGMGGCCAATGGTCAGATCnCAAA.ATAA.AAAGTCATCrr 660 
P T A Y L * 



1 20 
MFSTKALLLAGL I STALAGP 
. MP.ALSLI.ALLSL\'ST,AF.AJlQffEVHPPQQQGRH 
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45£ 



32 



^IWGKSS^IRTCDRHGCGQYSA--Q-^ 
ffAQIC3G,VPF^IRCroRYGCC ) m.ASRQGKGEKHK-GVBIC7TC 



FJCPYaVKYAI^WSGRGFCWlFYIKPI^^ 




I RFFKNGNA I DDGVQ I SGSG YCVKL t'C I HP I R YHGQ 1 0XGQQLGR\(LPMQK VTPG I 



92 



138 * isj 
HI ENCDSSDPTAYL 



VSHI 
151 



HVENCDQSDPTHLL //. 

152 161 



..EMEV 
326 
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